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Abstract
MicroRNAs (miRNAs) are a class of naturally occurring, short, endogenous, noncoding RNA molecules (~22 nt) involved in a wide variety of 
regulatory pathways, including cell growth, development, differentiation, proliferation, and apoptosis, as well as viral defense, hematopoiesis, 
organ formation, and metabolism. Previous studies showed that bta-miR-193a (miR-193a) was upregulated in Madin-Darby bovine kidney 
(MDBK) cells infected with bovine viral diarrhea virus (BVDV) strain NADL; however, the role of miR-193a in apoptosis-associated regulation 
remains unclear. In this study, we found that miR-193a is a novel regulator of MDBK apoptosis and that lentiviral infection exhibited a positive 
effect on miR-193a expression. Additionally, we observed that the miR-193a-target sequence was present in the 3′-untranslated region of 
B-cell lymphoma-2-associated X protein (BAX) mRNA, with miR-193a overexpression resulting in reduced BAX mRNA and protein levels. 
Furthermore, we observed that miR-193a promoted apoptosis and inhibited BVDV strain NADL replication according to quantitative reverse 
transcription polymerase chain reaction results. These findings confirmed miR-193a as a positive regulator of apoptosis and provided a 
theoretical basis for the important role of miRNAs in regulating BVDV replication.
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Lentivirus Aracılı bta-miR-193a Overeksprasyonu MDBK Hücrelerinin 
Apoptozisini Artırır ve BVDV Replikasyonunu Baskılar

Özet
MikroRNAlar (MiRNA) doğal olarak bulunan, kısa, endojen, kodlama yapmayan RNA molekülleri (~22 nt) olup, hücre büyümesi, 
gelişmesi, farklılaşması, çoğalması ve apoptozis gibi çok çeşitli düzenleyici yolaklarda ve ayrıca viral savunmada, hematopoieziste, organ 
şekillenmesinde ve metabolizmada görev yapmaktadır. Yapılan çalışmalar Bovine Viral Diare Virus (BVDV)’un NADL suşu ile enfekte Madin-
Darby Bovine Böbrek (MDBK) hücrelerinde bta-miR-193a (miR-193a)’nın ekspresyonunun upregule edildiğini göstermiştir. Ancak, apoptozis 
ilişkili regulasyonda miR-193a’nın rolü bilinmemektedir. Bu çalışmada, miR-193a’nın MDBK apoptozisinde görev yapan bir regülatör olduğu 
ve lentivirus enfeksiyonunun miR-193a ekspresyonunda pozitif bir etki gösterdiği tespit edilmiştir. Ayrıca, miR-193a hedef sekansının B-hücre 
lenfoma-2-ilişkili X protein (BAX) mRNA’sının 3′-translasyon yapılmayan bölgesinde mevcut olduğu ve miR-193a overekspresyonunun azalmış 
BAX mRNA ve protein seviyesi ile ilişkili olduğu belirlendi. Kantitatif ters transkripsiyon polimeraz zincir reaksiyonu ile belirlendiği üzere miR-
193a apoptozisi artırdı ve BVDV suş NADL’nin replikasyonunu inhibe etti. Elde edilen sonuçlar miR-193a’nın apoptozisin pozitif regülatörü 
olduğunu onaylayarak BVDV replikasyonunun düzenlenmesinde miRNA önemli rol oynadığı hakkında teorik temel oluşturmuştur.

Anahtar sözcükler: Lentivirus, miR-193a, Apoptozis, BAX, BVDV suş NADL

INTRODUCTION

Apoptosis plays an important role in regulating cell 
death and is involved in many important physiological 

processes, including the normal development of the immune 
system [1], new and old cell replacement [2], embryonic 
development [3], and hormone-dependent atrophy [4]. Anti-
apoptotic members of the B-cell lymphoma 2 (Bcl-2) family 
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include Bcl-2, Bcl-w, and Bcl-xL [5-7], whereas pro-apoptotic 
effectors include Bcl-2 homologous antagonist/killer (BAK) 
and Bcl-2-associated X protein (BAX). However, apoptosis 
may exhibit opposite effects on viral pathogenesis by 
preventing or enhancing viral transmission from infected 
cells [8,9]. Bovine viral diarrhea virus (BVDV) strain NADL down- 
regulates Bcl-2 expression by activating the endoplasmic 
reticulum (ER) transmembrane RNA-like endoplasmic 
reticulum kinase [10]. Host cells infected with cytopathic 
BVDV subsequently undergo unregulated apoptosis [11].

MicroRNAs (miRNAs) are endogenous, ~22-nt, small, 
noncoding RNAs that negatively regulate gene expression 
at the post-transcription level by blocking translation 
of or degrading target mRNAs [12-14]. miR-193a is a critical 
regulatory factor that targets anti-apoptotic myeloid 
leukemia cell sequence-1, which mediates cell proliferation 
and apoptosis [15-20]. Additionally, miR-193a overexpression 
inhibits 5-bromo-2′-deoxyuridine incorporation and induces 
activation of caspase-3/7, resulting in apoptotic cell 
death in A2780 cells [21]. Moreover, transfection of HA22T/
VGH hepatocellular carcinoma cells with miR-193a results 
in increased apoptosis and reduced proliferation, and 
combined treatment with miR-193a and sorafenib results in 
proliferation inhibition [22]. Furthermore, ectopic expression 
of miR-193a leads to reduced cell proliferation, increased 
differentiation, and induction of apoptosis in acute myeloid 
leukemia blasts by targeting tyrosine-protein kinase Kit, 
DNA (cytosine-5)-methyltransferase 3A, cyclin D1, and 
mouse double minute-2 homolog [23,24].

Previous findings suggested that miR-193a is 
significantly upregulated in BVDV strain NADL-infected 
MDBK cells [25]; however, the biological roles of miR-193a in 
BVDV strain NADL-infected MDBK cells remain unknown. 
In this study, we observed that miR-193a effectively 
promoted apoptosis associated with BAX downregulation. 
These results provided a novel perspective in methods for  
the prevention of BVDV spreading.

MATERIAL and METHODS

Cells and Plasmids

The MDBK and HEK-293T cell lines were obtained 
from the Cell Bank of Type Culture Collection of Chinese 
Academy of Sciences (Shanghai, China) and grown in 
Dulbecco’s modified Eagle medium (Gibco; Thermo Fisher 
Scientific, Waltham, MA, USA) containing 10% fetal bovine 
serum (Hyclone; GE Healthcare, Pittsburgh, PA, USA). The 
plasmids of the lentiviral-packing system (pLentiLox  
3.7/pLL3.7, CMV-VSVG, pMDLg/pRRE, and pRSV-REV) 
were supplied by Dr. Bin Jia [26].

Target Prediction

Targets of miR-193a were predicted using different 
miRNA-target-prediction algorithms, including Microcosm 

Targets (http://www.ebi.ac.uk/enright-srv/microcosm/
htdocs/targets/v5/genome.pl) and TargetScan (http://www.
targetscan.org/vert_71/).

Lentiviral Production and Identification 

To generate miR-193a-overexpressing, inhibiting, and 
negative-control lentiviruses, pLL3.7-pre-miR-193a, pLL3.7- 
pre-miR-193a IN, and pLL3.7 empty plasmids were co- 
transfected into HEK-293T cells using the helper plasmids  
(CMV-VSVG, pMDLg/pRRE, and pRSV-REV) and a high-
efficiency transfection reagent (Cat. No. BW11002; Biowit, 
Hangzhou, China). At 48 h post-transfection, the lentiviral 
particles increased in number, and the viral titer was 
subsequently measured using the Reed-Muench 
method [27]. Viral titer was determined based on expression 
of the enhanced green fluorescent protein [28] as 
visualized by a fluorescence microscope (model TE2000; 
Nikon, Tokyo, Japan). Lentiviruses overexpressing pre-miR-
193a and pre-miR-193a inhibitor were named lv-pLL3.7-
pre-miR-193a and lv-pLL3.7-pre-miR-193a IN, respectively, 
and lentivirus packaged with pLL3.7 empty vector 
(negative-LV) served as a negative control. Quantitative 
real-time PCR (qRT-PCR) was employed to monitor the  
miR-193a expression at 48 h post-transfection. The primers  
for Bos taurus pre-miR-193a, pre-miR-193a inhibitor, miR-
193a, and 5S rRNA (serving as an internal control) were 
designed using Primer Premier 5.0 software (Premier 
Biosoft, Palo Alto, CA, USA). The primers used are listed in 
Table 1, and qRT-PCR was performed as described in the 
proceeding sections.

Dual Luciferase-reporter Assay

The sequences of 3′-untranslated regions (UTRs) and 
corresponding BAX mutations were cloned into the SacI 
and XhoI restriction sites in the dual luciferase-reporter 
vector pmirGLO (Promega, Madison, WI, USA). The primers 
for BAX and GAPDH (serving as an internal control) are  
listed in Table 1. The relative light units (firefly luciferase/
Renilla luciferase) were determined using a dual luciferase-
reporter assay system (E1910; Promega) in HEK-293T 
cells co-transfected with the indicated 3′-UTR and miRNA 
combinations at 48 h post-transfection as described 
previously [29].

qRT-PCR

Cells treated with lv-pLL3.7-pre-miR-193a, lv-pLL3.7-
pre-miR-193a IN, or negative control (NC) for 48 h were 
harvested and subjected to total RNA extraction using a 
total RNA-extraction kit (TIANGEN Biotech, Beijing, China). 
First-strand cDNA was synthesized from 2 μg of total 
RNA using a reverse-transcription kit (TIANGEN Biotech) 
according to manufacturer instructions. The synthesized 
cDNA was used for qRT-PCR to analyze the mRNA levels of 
BAX using a LightCycler 480 (Roche, Indianapolis, IN, USA). 
Data were analyzed using the 2−ΔΔCt method [30,31].
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Western Blot Analysis

MDBK cells were infected with lv-pLL3.7-pre-miR-193a, 
lv-pLL3.7-pre-miR-193a IN, or NC. At 48 h post-infection, 
cells were collected and treated with cell lysis buffer 
(Beyotime, Haimen, China). Total proteins were extracted 
and subjected to concentration determination using the 
BCA protein quantification assay kit (TIANGEN Biotech). 
Western blot analysis was performed as previously 
described [32]. For Western blots, the primary antibodies 
used were polyclonal anti-BAX (1:1000; ab32503; Abcam, 
Cambridge, MA, USA) and monoclonal anti-β-actin (1:2500; 
AP0060; Bioworld Technology, Louis Park, MN, USA). The 
horseradish-peroxidase-conjugated goat anti-rabbit 
immunoglobulin G (H+L; 1:5000; BS13278; Bioworld 
Technology) was used as the secondary antibody. Western 
blots were analyzed using ImageJ software (v10.2; National 
Institutes of Health, Bethesda, MD, USA).

Flow Cytometry Analysis

At 48 h post-infection with lv-pLL3.7-pre-miR-193a, lv-
pLL3.7-pre-miR-193a IN, or NC, apoptosis was determined 
by flow cytometry using the BD FACSCalibur system (BD 
Biosciences, San Jose, CA, USA) after AnnexinV-APC/7-
AAD (KGA1025; KeyGEN BioTECH, Nanjing, China) staining 
according to manufacturer instructions.

Detection of BVDV Replication 

To determine the effects of miR-193a on BVDV NADL 
replication, BVDV NADL replication was measured by qRT- 
PCR. miR-193a mimics, miR-193 inhibitor, and NC miRNA 
mimics were purchased from GenePharma (Shanghai, 
China) and transfected into MDBK cells for 48 h, respectively. 

The cells were harvested after infection with BVDV strain 
NADL for 24 h and subjected to total RNA extraction using 
the Total RNA-extraction kit (TIANGEN Biotech) and reverse 
transcribed into cDNA. Levels of BVDV NADL mRNA and 
the presence of the 5′-UTR were determined by qRT-PCR.

Statistical Analysis

SPSS version 17.0 software (SPSS, Inc., Chicago, IL, USA) 
was used for single-factor analysis of variance statistics 
for the experimental data. Data are shown as the mean 
± standard error. Asterisks indicate statistical significance 
as determined by Student’s t test, with P<0.05 or P<0.01 
indicating significance.

RESULTS  

Analysis of Lentivirus-mediated miR-193a Expression

To identify the effects of pre-miR-193a-overexpressing 
and -inhibiting lentiviruses on miR-193a expression in 
MDBK cells, vectors with the targeted pre-miR-193a were 
designed and cloned into pLL3.7 lentiviral vectors, followed  
by co-transfection of the recombinant plasmids into HEK-
293T cells with the helper packing plasmids. Lentiviral 
particles were collected at 48 h post-transfection (Fig. 1A).  
The lentivirus was then used to infect MDBK cells, and miR- 
193a expression was determined by qRT-PCR. As shown 
in Figure 1B, miR-193a expression increased significantly 
following transfection with lv-pLL3.7-pre-miR-193a as 
compared with levels observed in cells transfected with 
lv-pLL3.7-pre-miR-193a IN or NC (lv- pLL3.7) at 48 h 
post-infection (P<0.05; P<0.01). By contrast, lv-pLL3.7-
pre-miR-193a IN infection significantly reduced miR-

Table 1. Primers for amplifying and real-time quantitative PCR

Primers Primers sequences (5’→3’)

pre-miR-193a-F CCGTTAACGGGAGCTGAGAGCTGGGTCTTTG

pre-miR-193a-R CCCTCGAGGGGGGCCGAGGACTGGGA

pre-miR-193a-R-IN CCCTCGAGGGGGGCCGAGGAACTGGCCTACAAAGTCCCAGTGAACCGACACCTTCATCT

miR-193a-RT AACTGGCCTACAAAGTCCCAGT

5S rRNA-F GCCCGATCTCGTCTGATCT

5S rRNA-R AGCCTACAGCACCCGGTATT

Bax 3’UTR-F CGGAGCTCTTATGGCATTTTTCAGGGGG

Bax 3’UTR-R CGCTCGAGCACAATTTAACTCGCCAC

Bax 3’UTR mutation-F CGGAGCTCTTATGGCATTTTTCAGGGGG

Bax 3’UTR mutation-R CGCTCGAGCACAATTTAACTCGCCTGACAGGCTGTGTCGGCACTGGTTACCCTCAG

GAPDH-qRT-PCR-F GTCACCAGGGCTGCTTT

GAPDH-qRT-PCR-R TGTGCCGTTGAACTTGC

Bax-qRT-PCR-F CCCCGAGAGGTCTTTTTC

Bax-qRT-PCR-R TGAGCACTCCAGCCACAA

5’UTR-qRT-PCR-F TAAACGTGGTAACACAAGCTAGAGATA

5’UTR-qRT-PCR-R GTCAACCCGTCAACAAGGTAAAG
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193a expression levels (P<0.01) (Fig. 1B). These findings 
suggested that lentivirus-delivered miR-193a exhibited a 
positive effect on miR-193a expression.

miR-193a Targets the BAX mRNA 3′-UTR and
Downregulates BAX Expression 

The function of identifying the target sequence of miR-

193a is significant to the regulation of BVDV strain NADL 
replication and apoptosis of infected cells. To determine 
whether the 3′-UTR of BAX mRNA was the functional 
target of miR-193a, the potential miRNA-binding site and 
corresponding mutations to the 3′-UTR were cloned into a 
dual luciferase-reporter vector (pmirGLO) (Fig. 2A). The pre-
miR-193a lentiviral vector and the pmirGLO-BAX 3′-UTR 

Fig 1. Analysis of lentivirus-mediated miR-193a expression (A) pLL3.7-pre-miR-193a, pLL3.7-pre-miR-193a IN, 
and pLL3.7 plasmids were transfected into HEK-293T cells along with helper plasmids. At 48 h post-transfection, 
a large number of positive cells (green fluorescence) were observed by fluorescence microscopy. (B) Analysis 
by qRT-PCR of miR-193a expression in MDBK cells at 48 h post-infection with lentivirus. Data showed miR-193a 
expression was significantly upregulated in MDBK cells infected with lv-pLL3.7-pre-miR-193a as compared 
with cells infected with lv-pLL3.7 at 48 h post-transfection. ** P<0.01. By contrast, miR-193a expression was 
significantly downregulated in MDBK cells treated with lv-pLL3.7-pre-miR-193a IN. P<0.05

Fig 2. miR-193a targets BAX and downregulates BAX expression. (A) Schematic representation of the 3′-UTR of 
BAX mRNA showing the miR-193a-binding site. (B) A dual luciferase-reporter assay was performed in HEK-293T 
cells. Luciferase-reporter plasmids with miR-193a-target sites or corresponding mutants were co-transfected 
along with pre-miR-193a lentiviral vectors into HEK-293T cells. Fluorescence was visualized at 48 h post-
transfection using a dual luciferase-assay system. Data represent the mean ± standard deviation (error bars).  
** P<0.01 (n = 3). (C) BAX mRNA levels were analyzed by qRT-PCR in cells transfected with lv-pLL3.7-pre-miR-
193a, lv-pLL3.7-pre-miR-193a IN, or lv-pLL3.7. Data represent the mean ± standard deviation (error bars). ** 
P<0.01 (n = 3). (D) Western blot analysis of BAX protein levels in the indicated MDBK cells. NC-lv represents 
negative-control lentivirus. Western blots were analyzed using ImageJ software (n = 3)
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reporter plasmids were co-transfected into HEK-293T cells 
along with an internal control vector pLL3.7 + pmirGLO-
BAX 3′-UTR, resulting in significant decreases in relative 
fluorescence activity. We observed no significant effect by  
the mutation on the target sequence as compared with the 
control vector (Fig. 2B). We then determined whether miR-
193a overexpression affected BAX expression according  
to qRT- PCR and western blot analyses. The data indicated 
that BAX expression was significantly inhibited by lv-
pLL3.7-pre-miR-193a infection (Fig. 2C and D) (P<0.01). 
These findings showed that miR-193a directly targeted  
the BAX 3′-UTR and downregulated BAX expression.

miR-193a Promotes Apoptosis in MDBK Cells

To determine the relationship between miR-193a and 
apoptosis, we determined the effects of miR-193a over-

expression on MDBK apoptosis by flow cytometry. As 
shown in Fig. 3A, the rate of apoptosis was significantly 
elevated in cells infected with lv-pLL3.7-pre-miR-193a as 
compared with the rate observed in cells infected with lv-
pLL3.7-pre-miR-193a IN or lv-pLL3.7 (NC) (Fig. 3B). These 
results suggested that miR-193a overexpression reduced 
BAX expression and promoted MDBK apoptosis.

Overexpression of miR-193a Reduces BVDV NADL
Replication

As shown in Fig. 4, compared with the control group 
transfected with miR-193a mimics, copies of BVDV strain 
NADL in MDBK cells transfected with miR-193a mimics 
were significantly reduced (P<0.01). By contrast, copies 
of BVDV NADL were significantly increased in MDBK cells 
transfected with miR-193a inhibitors (P<0.01). These 
results suggested that miR-193a inhibited BVDV strain 
NADL replication in MDBK cells.

DISCUSSION
Previous studies reported miR-193a involvement 

in regulating apoptosis [21,24,33], cell proliferation [34], and 
differentiation [23,35]. In a previous study, we showed that 
BVDV NADL-infected MDBK cells exhibited upregulated 
levels of miR-193a. In  this study, we found that miR-193a 
expression was regulated by miRNA-precursor-expression 
lentiviruses, with our data confirming that miR-193a 
directly targeted the 3′-UTR of BAX mRNA, thereby down-
regulating BAX expression and leading to increased levels  
of apoptosis in MDBK cells.

BAX is a member of the Bcl-2 family and is the major 
pro-apoptotic protein involved in bidirectional regulation 
of apoptosis [36,37]. BAX overexpression results in apoptosis 
induction in multiple cell types and plays an important 
role in the neuronal cell death [38,39]. However, BAX is also a 
potent inhibitor of neuronal cell death in mice infected 
with the Sindbis virus and protects newborn mice from 
neuronal apoptosis [40]. According to previous studies, the 
Bcl-2 family, including Bcl-2, Bcl-X, and Mcl-1, are important 

HU, FU, HU, SHI, SHI
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Fig 3. Infection with lv-pLL3.7-pre-miR-193a significantly promotes apoptosis in MDBK cells. (A) Representative 
flow cytometry images were used to assess apoptotic cells after double staining with Annexin V-APC and 
7-AAD (n = 3). (B) Data were obtained from three independent experiments and represent the mean ± standard 
deviation (error bars). ** P<0.01

Fig 4. qRT-PCR analysis of BVDV replication in miR-193a-overexpressing 
and -inhibiting cells. Data represent the mean ± standard deviation 
(error bars). ** P<0.01 (n = 3)
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regulators of programmed cell death and apoptosis [41].  
When intracellular Bcl-2 expression promotes apoptosis, if 
intracellular BAX levels are in excess, These proteins form a 
homologous structure resulting in a BAX-BAX dimer [42]. 
There are three types of apoptotic pathways related to 
caspases, including the mitochondrial cytochrome C path-
way, the ER pathway, and the death-receptor pathway [43]. 
BAX is involved in the caspase-associated death-receptor-
signaling pathway. The death-receptor factors fasciclin 
domain (Fas)1 and Fas transmit signals to the apoptosis-
inducing complex, inducing free caspase-8 to form other 
apoptosis-inducing complexes. The BH3-interacting domain 
protein (Bid) is transformed into tBid when caspase-8 
concentrations are too low. This is followed by activation 
of multi-domain BAX and BAK variants by tBid, oligomer 
formation on the mitochondrial outer membrane, and 
alterations in mitochondrial permeability and release of 
cytochrome C to activate caspase-9 and caspase-3 and 
induce apoptosis [44,45]. In a previous study, bta-miR-29b 
attenuates apoptosis by directly targeting caspase-7 and 
NAIF1 and suppresses bovine viral diarrhea virus replication 
in MDBK cells [32]. Here, A similar finding was that we 
confirmed the presence of a miR-193a-binding site in the 
BAX mRNA 3′-UTR according to results of a dual luciferase-
reporter assay. The resulting downregulation of BAX levels 
promoted induction of apoptosis in lv-pLL3.7-pre-miR-
193a-infected MDBK cells and inhibition of viral replication.

In conclusion, our results indicated that BAX is a 
critical target of miR-193a and plays a central role in the 
apoptosis pathway, with BAX downregulation inducing 
apoptosis. Moreover, miR-193a plays an important role in 
BVDV strain NADL replication. The mechanism associated 
with miR-193a-mediated apoptosis and inhibition of 
BVDV replication involves its interaction with mRNA of 
the pro-apoptotic gene BAX, induction of apoptosis, and 
engulfing of apoptotic debris by phagocytes for lysosomal 
degradation of the BVDV strain NADL virus. Our findings 
provided a theoretical basis for the important role of miRNA 
in apoptotic regulation and offer a potential target for the 
prevention and control of BVDV strain NADL infections.

Acknowledgments

This work was supported by the Natural Science 
Foundation of China (grant Nos. UI303283, 31502095 and 
31560328) and the International S&T Cooperation Program 
of China (grant No. 2013DFR30970).

conflicts of interest stAtement

The authors have declared no conflicts of interest.

REFERENCES 

1. Opferman JT, Korsmeyer SJ: Apoptosis in the development and 
maintenance of the immune system. Nat Immunol, 4, 410-415, 2003. DOI: 
10.1038/ni0503-410

2. Clouston AD, Jonsson JR, Balderson GA: Lymphocyte apoptosis and  
cell replacement in human liver allografts. Transplantation, 73, 1828- 
1834, 2002. DOI: 10.1097/00007890-200206150-00022

3. Valiollahpoor AM, Deldar H, Ansari PZ: Impact of supplementary 
royal jelly on in vitro maturation of sheep oocytes: Genes involved in 
apoptosis and embryonic development. Syst Biol Reprod Med, 37, 1-8, 
2016. DOI: 10.3109/19396368.2015.1088102

4. Elmore S: Apoptosis: A review of programmed cell death. Toxicol 
Pathol, 35, 495-516, 2007. DOI: 10.1080/01926230701320337

5. Vogler M, Dinsdale D, Dyer MJ: Bcl-2 inhibitors: small molecules with 
a big impact on cancer therapy. Cell Death Diff, 16, 360-367, 2008. DOI: 
10.1038/cdd.2008.137  

6. Youle RJ, Strasser A: The BCL-2 protein family: Opposing activities that 
mediate cell death. Nat Rev Mol Cell Biol, 9, 47-59, 2008. DOI: 10.1038/
nrm2308

7. Kuwana T, Newmeyer DD: Bcl-2-family proteins and the role of 
mitochondria in apoptosis. Curr Opin Cell Biol, 15, 691-699, 2003. DOI: 
10.1016/j.ceb.2003.10.004

8. Maeda K, Fujihara M, Harasawa R: Bovine viral diarrhea virus 2 
infection activates the unfolded protein response in MDBK cells, leading  
to apoptosis. J Vet Med Sci, 71, 801-805, 2009. DOI: 10.1292/jvms.71.801

9. Liu B, Meng D, Wei T: Apoptosis and pro-inflammatory cytokine 
response of mast cells induced by Influenza A viruses. PLoS One, 9, 
100109-100119, 2014. DOI: 10.1371/journal.pone.0100109

10. Kumar D, Singh B: Translational control is required for the unfolded 
protein response and in vivo glucose homeostasis. Mol Cell, 7, 1165-1176, 
2001. DOI: 10.1016/S1097-2765(01)00265-9

11. Pedrera M, Gómez-Villamandos JC, Risalde MA: Characterization of 
apoptosis pathways (intrinsic and extrinsic) in lymphoid tissues of calves 
inoculated with non-cytopathic bovine viral diarrhoea virus genotype-1.  
J Comp Pathol, 146, 30-39, 2012. DOI: 10.1016/j.jcpa.2011.03.015 

12. Ambros V: The functions of animal microRNAs. Nature, 431, 350-355, 
2004. DOI: 10.1038/nature02871 

13. Bartel DP: MicroRNAs: Genomics, biogenesis, mechanism, and 
function. Cell, 116, 281-297, 2004. DOI: 10.1016/S0092-8674(04)00045-5

14. Guo H, Ingolia NT, Weissman JS: Mammalian microRNAs pre-
dominantly act to decrease target mRNA levels. Nature, 466, 835-840, 
2010. DOI: 10.1038/nature09267

15. Allen TD, Chang QZ, Jones KD: Interaction between MYC and MCL1 
in the genesis and outcome of non-small cell lung cancer. Cancer Res,  
71, 2212-2221, 2011. DOI: 10.1158/0008-5472.CAN-10-3590

16. Zhang H, Guttikonda S, Roberts L: Mcl-1 is critical for survival in  
a subgroup of non-small-cell lung cancer cell lines. Oncogene, 30, 1963-
1968, 2010. DOI: 10.1038/onc.2010.559

17. Wongpankam E, Chunhacha P, Pongrakhananon V: Artonin E 
mediates MCL1 down-regulation and sensitizes lung cancer cells to 
anoikis. Anticancer Res, 32, 5343-5351, 2012.

18. Starczynowski DT, Lockwood WW, Deléhouzée S: TRAF6 is an 
amplified oncogene bridging the RAS and NF-κB pathways in human 
lung cancer. J Clin Invest, 121, 4095-4105, 2011. DOI: 10.1172/JCI58818

19. Yu JA, Kalatardi S, Dohse J: Group IIa sPLA2 inhibition attenuates  
NF-κB activity and promotes apoptosis of lung cancer cells. Anticancer  
Res, 32, 3601-3607, 2012.

20. Denlinger CE, Rundall BK, Jones DR: Modulation of antiapoptotic 
cell signaling pathways in non-small cell lung cancer: The role of NF-κB. 
Semin Thorac Cardiovasc Surg, 16, 28-39, 2004. DOI: 10.1053/j.semtcvs. 
2003.12.004

21. Nakano H, Yamada Y, Miyazawa T: Gain-of-function microRNA 
screens identify miR-193a regulating proliferation and apoptosis in 
epithelial ovarian cancer cells. Int J Oncol, 42, 1875-1882, 2013. DOI: 
10.3892/ijo.2013.1896

22. Salvi A, Conde I, Abeni E: Effects of miR-193a and sorafenib 
on hepatocellular carcinoma cells. Mol Cancer, 12, 1-15, 2013. DOI: 
10.1186/1476-4598-12-162

23. Li Y, Huang W, Jing Y: Epigenetic silencing of microRNA-193a 



593

contributes to leukemogenesis in t(8;21) Acute myeloid leukemia by 
activating the PTEN/PI3K signal pathway. TEEAC, 121, 499-509, 2013. DOI: 
10.1182/blood-2012-07-444729

24. Gao XN, Lin J, Li YH: MicroRNA-193a represses c-kit expression and 
functions as a methylation-silenced tumor suppressor in acute myeloid 
leukemia. Oncogene, 30, 3416-3428, 2011. DOI: 10.1038/onc.2011.62  

25. Wang JD: Study on the molecular mechanism of apoptosis in MDBK 
cells induced by BVDV:[Master degree thesis]. 1-78, Shihezi University, 
XinJiang, 2013. 

26. Fu Q, Shi H, Zhang H: Autophagy during early stages contributes to 
bovine viral diarrhea virus replication in MDBK cells. J Basic Microb, 54, 
1044-1052, 2014. DOI: 10.1002/jobm.201300750

27. Thakur AK, Fezio WL: A computer program for estimating LD50 
and its confidence limits using modified Behrens-Reed-Muench 
cumulant method. Drug Chem Toxicol, 4, 297-305, 1981. DOI: 10.3109/ 
01480548109018136

28. Hobson MJ: Titering lentiviral vectors: Comparison of DNA, RNA and 
marker expression methods. Gene Ther, 9, 1155-1162, 2002. DOI: 10.1038/
sj.gt.3301731

29. Fu Q, Shi H, Ni W: Lentivirus-mediated bta-miR-29b overexpression 
interferes with bovine viral diarrhea virus replication and viral infection-
related autophagy by directly targeting ATG14 and ATG9A in MDBK cells.  
J Gen Virol, 96, 85-94, 2014. DOI: 10.1099/vir.0.067140-0

30. Livak KJ, Schmittgen TD: Analysis of relative gene expression data  
using real-time quantitative PCR and the 2(-Delta Delta C(T)) Method. 
Methods, 25, 402-408, 2001. DOI: 10.1006/meth.2001.1262

31. Lee C, Kim J, Shin SG: Absolute and relative QPCR quantification  
of plasmid copy number in Escherichia coli. J Biotechnol, 123, 273-280, 
2006. DOI: 10.1016/j.jbiotec.2005.11.014 

32. Fu Q, Shi H, Shi M: bta-miR-29b attenuates apoptosis by directly 
targeting caspase-7 and NAIF1 and suppresses bovine viral diarrhea virus 
replication in MDBK cells. Can J Microbiol, 60, 455-460, 2014. DOI: 10.1139/ 
cjm-2014-0277  

33. Wang J, Yang B, Han L: Demethylation of miR-9-3 and miR-193a 
genes suppresses proliferation and promotes apoptosis in non-small 
cell lung cancer cell lines. Cell Physiol Biochem, 32, 1707-1719, 2013. DOI: 
10.1159/000356605

34. Wang W, Corrigan-Cummins M, Hudson J: MicroRNA profiling of 
follicular lymphoma identifies microRNAs related to cell proliferation 
and tumor response. Haematologica, 97, 586-594, 2011. DOI: 10.3324/
haematol.2011.048132

35. Kietzmann L, Guhr SS, Meyer TN: MicroRNA-193a regulates the 
transdifferentiation of human parietal epithelial cells toward a podocyte 
phenotype. J Am Soc Nephrol, 26,1389-1401, 2015. DOI: 10.1681/
ASN.2014020190

36. Gahl RF, He Y, Yu S: Conformational rearrangements in the pro- 
apoptotic protein, bax, as it inserts into mitochondria: A cellular 
death switch. J Biol Chem, 289, 32871-32882, 2014. DOI: 10.1074/jbc.
M114.593897

37. Wohlkoenig C, Leithner K, Hrzenjak A: Down-regulation of the pro-
apoptotic BCL-2 family member protein Bax by hypoxia may contribute  
to hypoxia-induced chemotherapy resistance in A549 lung cancer cells. 
Wien Klin Wochenschr, 123, 33-33, 2011.

38. Katarzyna D, Klaudia B, Maria D: Heligmosomoides polygyrus 
antigens inhibit the intrinsic pathway of apoptosis by overexpression of 
survivin and Bcl-2 protein in CD4 T cells. Prion, 7, 319, 2013. DOI: 10.4161/
pri.25008 

39. 3Rd RE, Hale AN, Durtschi DC: Forced involution of the functionally 
differentiated mammary gland by overexpression of the pro‐apoptotic 
protein bax. Genesis, 49, 24-35, 2011. DOI: 10.1002/dvg.20691

40. Kirkland RA, Franklin JL: Bax and caspases regulate increased 
production of mitochondria-derived reactive species in neuronal 
apoptosis: LACK of A role for depletion of cytochrome c from the 
mitochondrial electron transport chain. Biochem Biophys Rep, 4, 158-
168, 2015. DOI: 10.1016/j.bbrep.2015.09.004

41. Gasparotto EPL, Tognon R, Ferreira AF: Deregulated expression of 
A1, Bcl-2, Bcl-xL, and Mcl-1 antiapoptotic proteins and Bid, Bad, and Bax 
proapoptotic genes in polycythemia vera patients. Braz J Pharm Sci, 47, 
873-886, 2011. DOI: 10.1590/S1984-82502011000400025

42. Cheng HYA, Wei MC, Weiler S: BCL-2, BCL-X L, sequester BH3 domain- 
only molecules preventing BAX- and BAK-mediated mitochondrial apoptosis. 
Mol Cell, 8, 705-711, 2001. DOI: 10.1016/S1097-2765(01)00320-3 

43. Dai C, Li J, Tang S: Colistin-induced nephrotoxicity in mice involves 
the mitochondrial, death receptor, and endoplasmic reticulum 
pathways. Antimicrob Agents Ch, 58, 4075-4085, 2014. DOI: 10.1128/
AAC.00070-14

44. Cheng YX, Liu R, Wang Q: Realgar-induced apoptosis of cervical  
cancer cell line Siha via cytochrome c release and caspase-3 and 
caspase-9 activation. Chin J Integr Med, 18, 359-365, 2012. DOI: 10.1007/
s11655-011-0697-z 

45. Liang F, Qin J: Models of Bak and Bax activation in apoptosis 
pathways. Chem Life, 31, 858-862, 2011.

HU, FU, HU, SHI, SHI
NI, SHENG, CHEN


